GCCCCAGGGCCTGGAGAGGTCTGAAGAArtCCT3GGAGCCAGCAGCCCoGGGCTCCrtC^ " 3 

CCTGtj'i C a'GCGGlITCCI CCCACCCCACw"! U * i u ^ CAGCC'* *'GCAoC'rCAAGGGTl'GATCTCrtGGAGTCC^GGACCCrtGG 1 S 8 

AG AGGG AAG AAT CT C AG G CACAC AACAG TG AG C w ^.T o CC Cn GAC C C wAT CI' C C CUT CAC CACAT C 1* C CT CAC C L*' 237 

C ACCCrCCCTQCCTGGCCCTGGACCCCATCCCAGGACCrCCCrATCAGCTGAu * . - CCAGTGTCTTGCAGGCCCCTC 3 IS 

TaGGCTCCTCCCTCCCCrGGLl i i :rC7ACCACTCCrCCTCTATCGGCGTCTATCTtrrAGG7GCCCTGGaATTTATAAA 335 

ACTGCKnTCCGAATGCTGAATAAGAGACGGTAAGAGCCAAGGCAAAGGACAGCACtOT 4 74 

MAGGAV?G 7 

CACCACCTGGGAACArCCCrCAGACACCCTCTTAACTGCGGGACAGAG ATG OCT GGC GGA GCC TGG GGC 543 

CGC CTG GCC TGT TAC TTG GAG TTC CTG AAG AAG GAG GAG CTG AAG GAG TTC CAG CT7 CTG 603 

I^ANKAHSRSSSGiTPAQPEK 47 

CTC GCC AAT AAA GCG CAC TCC AGG AGC TCT TCG GGT GAG ACA CCC GC7 CAG CCA GAG AAG 563 

rSGMEVASYLVAQVGSQRAW 67 

ACG AGT GGC ATG GAG GTG GCC TCG TAC CTG GTG GCT CAG TAT OGG GAG CAG CGG GCC TGG- 723 

OLALHTWSQMGLRSLC^AQAQ 37 

GAC CTA GCC CTC CAT ACC TGG GAG CAG ATG GGG CTG AGG TCA CTG TGC GCC CAA GCC CAG 733 

EGAGHSPSrPVSPSEPHLGS 107 

GAA GGG GCA GGC CAC TCT CCC TCA TTC CCC TAC AGC CCA AGT GAA CCC CAC CTG GGG TCT 843 

PSQPTSTAVLMPWXKELPA'G 127 

CCC AGC CAA CCC ACC TCC ACC GCA GTG CTA ATG CCC TGG ATC CAT GAA TTG CCG GCG GGG 903 

CTQGSERRVLRQL?DTSGRR 147 

TGC ACC CAG GGC TCA GAG AGA AGG GTT TTG AGA CAG CTG CCT GAC ACA TCT GGA CGC CGC 963 

WREISASLLYQALPSSPDHE 1S7 

TGG AGA GAA ATC TCT GCC TCA CTC CTC TAC CAA GCT CTT CCA AGC TCC CCA GAC CAT GAG 1023 

SPSQSSPNAPTSTAVUGSWG 187 

TCT CCA AGC CAG GAG TCA CCC AAC GCC CCC ACA TCC ACA CCA GTG CTG GGG AGC TGG GGA 1083 

SPPQ?Sr.APREQEit?GTQ-WP 207 

TCC CCA CCT CAG CCC AGC CTA GCA CCC AGA GAG CAG GAG GCT CCT GGG ACC CAA TGG CCT 1143 

LDETSGIYYTEIREREREKS 227 

CTG GAT GAA ACG TCA GGA ATT TAC TAC ACA GAA ATC AGA GAA AGA GAG AGA GAG AAA TCA 1203 

EKGRPPMAAVVGTPPQAHTS 247 

GAG AAA GGC AGG CCC CCA TGG CCA GCG GTG GTA GGA ACG CCC CCA CAG GCG CAC ACC AGC 1263 

:,QPHHHPWSPSVRISLCSTW 2fi7 

CTA CAG CCC CAC CAC CAC CCA TGG GAG CCT TCT GTG AGA GAG AGC CTC TGT TCC ACA TGG 1323 

PWKNEDFNQKFTQLLLLQRP 237 

CCC TGG AAA AAT GAG GAT TTT AAC CAA AAA TTC ACA CAG CTG CTA CTT CTA CAA AGA CCT 1333 

hprsqdplvkrsw?dyveen 307 

cac ccc aga agc caa gat ccc ctg gtc aag aga agc tgg cct gat tat gtg gag gag aat 1443 

rghl:e:rclfg?gldtqep 327 

CCA GGA CAT TTA ATT GAG ATC AGA GAC TTA TTT GGC CCA GGC CTG GAT ACC CAA GAA CCT 1503 

RIVILQGAAGIGKSTLARQV 347 

CGC ATA GTC ATA CTG CAG GGG GCT GCT GGA ATT GGG AAG TCA ACA CTG GCC AGG CAG GTG 1563 
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SCRH-AQSKVVSLA2LIGKD 337 

AGC TGC AGA -GAG CTG GCC CAG TCC AAG GTG GTG AGT CTG GCT GAG CTC ATC GGA AAA GAT 1583 

GTATPAPrRQILSRPERLLF 407 

GGG ACA GCC ACT CCG GCT CCC ATT AGA CAG ATC CTG TCT AGG CCA GAG CGG CTG CTC TTC 1743 

: L 0 G V D £ ? G W V L Q S P S S H L C 427 

ATC CTC GAT GGT GTA GAT GAG CCA GGA TGG GTC TTG CAG GAG CCG AGT TCT GAG CTC TGT 1303 

LKWSCPQPADALLGSLLGKT 447 

CTG CAC TGG AGC CAG CCA CAG CCG GCG GAT GCA CTG CTG GGC AGT TTG CTG GGG AAA ACT 1863 

ILPEASrLITARTTALQNLI 467 

ATA CTT CCC GAG GCA TCC TTC CTG ATC ACG GCT CGG ACC ACA GCT CTG CAG AAC CTC ATT 1523 

PSLEQARWVEVLGFSSSSRK 487 

CCT TCT TTG GAG CAG GCA CGT TGG GTA GAG GTC CTG GGG TTC TCT GAG TCC AGC AGG AAG 1933 

SYFYRYrTDERQAIRAFRLV S07 

GAA TAT TTC TAC AGA TAT TTC ACA GAT GAA AGG CAA GCA ATT AGA GCC TTT AGG TTG GTC 2043 

< S N K Z L W A L C 1 V ? W V S W L A C 527 

TCA AAC AAA GAG CTC TGG GCC CTG TGT CTT GTG CCC TGG GTG TCC TGG CTG GCC TGC 2103 

TCLMCQM KRKSKITLTSKTT S47 

ACT TGC CTG ATG CAG CAG A7G AAG CGG AAG GAA AAA CTC ACA CTG ACT TCC AAG ACC ACC Z1S3 

TTLCLHYLAQALQAQP.l'gPQ SS7 

ACA ACC CTC TGT CTA CAT TAC CTT GCC CAG GCT CTC CAA GCT CAG CCA TTG GGA CCC CAG 2223 

LRDLCSI^AAEGIWOKKTLFS 587 

CTC AGA GAC CTC TGC TCT CTG GCT GCT GAG GGC ATC TGG CAA AAA AAG ACC CTT TTC AGT 2283 

PDDLRKHGLDGAIISTFLKM 507 

CCA GAT GAC CTC AGG AAG CAT GGG TTA GAT GGG GCC ATC ATC TCC ACC TTC TTG AAG ATG 2343 

GILQHH? I PLSYSFIHLCFQ 627 

GGT ATT CTT CAA GAG CAC CCC ATC CCT CTG AGC TAC AGC TTC ATT CAC CTC TGT TTC CAA 2403 

EFFAAMS YVLEDSKGRGKHS 647 

GAG TTC TTT GCA GCA ATG TCC TAT GTC TTG GAG GAT GAG AAG GGG AGA GGT AAA CAT TCT 2 463 

KCrrOLEKTLEAYGIHGLFG 667 

AAT TGC ATC ATA GAT TTG GAA AAG ACG CTA GAA GCA TAT GGA ATA CAT GGC CTG TTT GGG 2S23 

ASTTRFLLGLLSDEGERSME 687 

GCA TCA ACC ACA CGT TTC CTA TTG GGC CTG TTA AGT GAT GAG GGG GAG AGA GAG ATG GAG 2S83 

MiFHCRLSQGRMuMQWVPSL 707 

AAC ATC TTT CAC TCC CGG CTG TCT CAG GGG AGG AAC CTG ATG CAG TGG GTC CCG TCC CTG 2643 

QLLLQPHS L.ESLHCLYSTRN 727 

CAG CTG CTG CTC CAG CCA CAC TCT CTG GAG TCC CTC CAC TGC TTG TAC GAG ACT CGG AAC 2703 

KTFLTQVMAHFEEMGMCVET 747 

AAA ACG TTC CTG ACA CAA GTG ATG GCC CAT TTC GAA GAA ATG GGC ATG TGT GTA GAA ACA 2763 

DMELLVCTFCIKFSRHVKKL 767 

GAC ATG GAG CTC TTA GTG TGC ACT TTC TGC ATT AAA TTC AGC CGC CAC GTG AAG AAG CTT 2823 

QLIEGRQHRSTWSPTMVVLF 787 
CAG CTG ATT CAG GGC AGG CAG CAC AGA TCA ACA TGG AGC CCC ACC ATG GTA GTC CTG TTC 2383 

R W 7 P V T D A Y W Q I L F S V L K V T 307 



FIG. 1B 



hi 



AGG TGG GTC CCA GTC ACA GAT CCC TAT TGG CAG ATT CTC TTC TCC GTC CTC AAG GTC ACC "343 

RWI.KELCL3GMSLS:-:SA7XS 327 

AGA AAC CTG AAG GAG CTG GAG CTA AGT GGA AAC TCG CTG AGC CAC TCT GCA GTG AAG AGT 3 003 

lcktlrr?rcllh:tlrlagc 347 

ctt tgt aag acc ctg aga cgc cct cgc tgc ctc ctg gag acc ctg cgg ttg gct ggc tgt 30s3 
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GGC CTC ACA GCT GAG GAC TCC AAG GAC CTT GCC TTT GGG CTG AGA GCC AAC CAG ACC CTG 3123 

TiLDLSrNVLTDAGAKKLCg 3 37 

ACC GAG CTG GAC CTG AGC TTC AAT GTG CTC ACG GAT GCT GGA GCC AAA CAC CTT TGC CAG 3183 

RI-RQPSCKLQRLQLVSCGLT 907 

AGA CTG AGA CAG CCG AGC TGC AAG CTA CAG CGA CTG CAG CTG GTC AGC TGT GGC CTC ACG 3243 

SDCCQDLA3VLSASPSLKEL 927 

TCT GAC TGC TGC CAG GAC CTG GCC TCT GTG CTT AGT GCC AGC CCC AGC CTG AAG GAG CTA 3303 
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GAC CTG CAG CAG AAC AAC CTG GAT GAC GTT GGC GTG CGA CTG CTC TGT GAG GGG CTC AGG 3363 
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CAT CCT GCC TGC AAA CTC ATA CGC CTG GGG CTG GAC CAG ACA ACT CTG AGT GAT GAG ATQ 3 423 

RQELRALEQSKFQLLIFSRR 987 

AGG CAG GAA CTG AGG GCC CTG GAG CAG GAG AAA CCT CAG CTG CTC ATC TTC AGC AGA CGG 3483 

y 

K?SVMT?TS:GLDTGSMSMST'1007 

AAA CCA AGT GTG ATG ACC CCT ACT GAG GGC CTG GAT ACG GGA GAG ATG AGT AAT AGC ACA 3S43 

S SLKRQRLGSERAASHVAQA 1027 

TCC TCA CTC AAG CGG CAG AGA CTC GGA TCA GAG AGG GCG GCT TCC CAT GTT GCT CAG GCT 3603 

NLKLLDVSKIFPtAEIAEES 1047 

AAT CTC AAA CTC CTG GAC GTG AGC AAG ATC TTC CCA ATT GCT GAG ATT GCA CAG GAA AGC 3 663 

SPSVVPVSLLCVPSPASQGD 1067 

TCC CCA GAG CTA CTA CCG GTG GAA CTC TTC TGC GTG CCT TCT CCT GCC TCT CAA GGG GAC 3 723 

LHTK?LGTODDFWG?TG?VA 1087 

CTG CAT ACG AAG CCT TTG CGG ACT GAC GAT GAC TTC TGG GGC CCC ACG GGG CCT GTG CCT 3 733 

TEVVDiCSKNLYRVHFPVAGS 1107 

ACT GAG GTA GTT GAC AAA GAA AAG AAC TTG TAC CGA GTT CAC TTC CCT GTA GCT GGC TCC 3 343 

VRWPNTGLCFVMREAVTVEI 1127 

TAC CGC TGG CCC AAC ACG GGT CTC TGC TTT GTG ATG AGA GAA GCG CTG ACC GTT GAG ATT 3 903 

EFCVWDQFLGEIMPQHSWMV 1147 

GAA TTC TGT GTG TGG GAC CAG TTC CTG GGT GAG ATC AAC CCA CAG CAC AGC TGG ATG GTG 3963 

AGPLLDIXAEPGAVEAVHLP 1167 

GCA GGG CCT CTG CTG GAC ATC AAG GCT GAG CCT GGA GCT GTG GAA GCT GTG CAC CTC CCT 4 023 

HFVALQGGHVDT3LFQMAHF 1187 

CAC TTT GTG GCT CTC CAA GGG GGC CAT GTG GAC ACA TCC CTG TTC CAA ATG GCC CAC TTT 4 083 

KEEGMLLSfCPARVELHHiVL 1207 

AAA GAG GAG GGG ATG CTC CTG GAG AAG CCA GCC AGG GTG GAG CTG CAT CAC ATA GTT CTG 4143 

ENPSFSPLGVLLKMIHNALR 1227 

GAA AAC CCC AGC TTC TCC CCC TTG GGA GTC CTC CTG AAA ATG ATC CAT AAT GCC CTG CGC 4 203 

F I P V T V V L L Y K = V H P E E 7 T 1247 

TTC ATT CCC GTC ACC Tv.a GTG GTG TTG CTT TAC CAC CGC GTC CAT CCT GAG GAA GTC ACC 4 263 
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CCT CTG GAT GCC CCG CAG TTG CTG CAC TTT GTG GAC CAG TAT CGA GAG CAG CTG ATA GCC 4S63 

RVTSVSVVLDKLHGQVLSQE 1367 

CGA GTG ACA TCG GTG GAG GTT GTC TTG GAC AAA CTG CAT GGA CAG GTG CTG AGC CAG GAG 4623 
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CAG TAC GAG AGG GTG CTG GCT GAG AAC ACG AGG CCC AGC CAG ATG CGG AAG CTG TTC AGC 4 633 

-SQSWDRKCKDGLVQALKET 1407 

TTG AGC CAG TCC TGG GAC CGG AAG TGC AAA GAT GGA CTC TAC CAA GCC CTG AAG GAG ACC 4 743 
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HPHLIMELWEKGSKKG'LLP L 1427 

CAT CCT CAC CTC ATT ATG GAA CTC TCG GAG AAG GGC AGC AAA AAG GGA CTC CTG CCA CTC 4803 

S S • 1430 

AGC AGC TGA 4812 

AGTATCAACACCAGCCCITGACCCTTGAGTCCTGG C ' i ' l ' rG GCTGACC Ci ' lC ' l ' i ^G GGTCTCA Gi i ' TCn ' T CTCTGCAAA 4891 

CAAGTTGCCATCTGGTTTGCCTTCCAGCACTAAAGTAATGGAACTTTGATGATGCCTTTGCTGGGCATTATGTGTC 4 970 

GCCAGGGATGCCACACGGGGCCCCAGTCCAGGTGGCCTAACAGCATCTCAGGGAATGTCCATCTGGAGCTGGCAAGACC 5049 

CCTGCAGACCTCATAGAGCCTCATCTGGTGGCCACAGCAGCCAAGCCTAGAGCCCTCCGGATCCCATCCAGGCGCAAAG 5 12S 

AGGAATAGGAGGC^CATCGAACCATTTGCCTCTGGCTGTGTCACAGGGTGAGCCCCAAAATTGGGGTTCAG^ 5207 

GCCACGTCGATTCTTCGCTTTGTACAGG AAGATCTACAAGAGCAAGCCAAOVGAGTAAAGTGG AAGGAAGTTTATTCAG 5236 

AAAATAAAGGAGTATCACAGCTCTTTTAGAATTTGTCTAGCAGGCTrrCCAGTTTTTACCAGAAAACCCCTATAAATTA 5 3 fi S 

AAAAT'i i i * i ACTTAAATTTAAGAATTAAAAAAATACAAAAAAGAAAAAATGAAAATAAAGGAATAAGAAGTTACCTAC 5444 

AAAA'lT'i : i lACTTAAATTTAAGAATTAAAAAAATACAAAAAAGAAAAAATGAAAATAAAGGAATAAGAAGTTACCTAC S 444 
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CTTCCGGTCGCCATGATGGCTXJTGGGCGGTAAACGCGGTTAGTGCAAGCATCTGGGCw^TC^ IS 8 

rtCAGTAAAGACATAAATACCACATTTGrtCAAATGGAAAAAAAGGAGTGTCCAGA^^ 237 



CTGCCGAGACGGGTATACAGGGAGCn-ACCCTGTGTTTCTGAGACCCTTTGTGACATCTCA 313 

MMRQRQ3HYCSVLF:.3VMYw 20 
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•VO SQWLVGGPL?DVTAEPESAV 140 
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AE IHLPHFISLQGEVDVSWF ISO 

p GCC GAA ATC CAC CTC CCC CAC TTC ATC TCC CTC CAA GGT GAG GTG GAC GTC TCC TGG TTT 793 

y LVAHFKNEGMVUSHPARVEP180 

H CTC 2AA GGG ATG GTC CTG GAG CAT CCA GCC CGG GTG GAG CCT 853 
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AGT GGG ACT CGC CTC TCC ATC CCC ATC ACT TCC AAC ACA TTG ATC TAT TAT CAC CCC CAC 973 
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CCC GAA GAT ATT AAG TTC CAC TTG TAC CTT GTC CCC AGC GAC GCC TTG CTA ACA AAG GCG 1033 

IDDEEDRFHGVRLQTSPPME260 

ATA GAT GAT GAG GAA GAT CGC TTC CAT GGT GTG CGC CTG CAG ACT TCG CCC CCA ATG GAA 1093 

PLNFGSSYIVSNSAMLKVMP 280 

CCC CTG AAC TTT GGT TCC AGT TAT ATT GTG TCT AAT TCT GCT AAC CTG AAA GTA ATG CCC 11S3 

KELKLSYRSPGEIQHFSKFY 300 

AAG GAG TTG AAA TTG TCC TAC AGG AGC CCT GGA GAA ATT CAG CAC TTC TCA AAA TTC TAT 1213 

AGQMKEPIQLEITEKRHGTL 320 

GCT GGG CAG ATG AAG GAA CCC ATT CAA CTT GAG ATT ACT CAA AAA AGA CAT GGG ACT TTG 1273 

VWDTEVKPVDLQLVAASAPP 340 

GTG TGG GAT ACT GAG GTG AAG CCA GTG GAT CTC CAG CTT GTA GCT GCA TCA GCC CCT CCT 1333 

PFSGAAFVKENHRQLQARMG3S0 

CCT TTC TCA GGT GCA GCC TTT GTG AAG GAG AAC CAC CGG CAA CTC CAA GCC AGG ATG GGG 1393 

DLKGVLDDLQDNEVLTEMEK 380 

GAC CTG AAA GGG GTG CTC GAT GAT CTC CAG GAC AAT GAG GTT CTT ACT GAG AAT GAG AAG 1453 
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GAG CTG G7G GAG CAG GAA AAG ACA CGG CAG AGC AAG AAT GAG GCC TTG CTG AGC ATG GTG IS 13 

SKKGDLALDVLFRSISSRD P 420 
GAG AAG AAA GGG GAC CTG GCG CTG GAC GTG CTC TTC AG A AGC ATT ACT GAA AGG GAC CCT 1573 



AATGAGTCAGTTAGGTAGTCTGGAAGAGAGAATCCAGCGTTCTCATTGGAAATGGATAAACAGAAATGTG ATCATTGAT 1 S 88 

T7CAGTGTTCAAGACAG AAGAAGACTGGGTAACATCTATCACACAGGCTTTCAGGACAGACTTGTAACCr^^ 17 S7 

CTATTGACTG7ATCCTCA7GCA7TTTCCTCAAG AATGTCTGAAGAAGGTAGTAATATTC L ' l '' ; ' iT AA A ' i ' I ' 1 ' n ' T CCAACC 1346 

ATTGCTTGATATATCACTATTrrATCCATTGACATGATTCTTGAAGACCCAGGATAAAGGACATCCGGATAGGTGT^ 1925 

TATGAAGGATGGGGCCTGGAAAGGCAACTTTTCCTGATTAATGTGAAAAATAATTCCTATGGACACTCCGm 2004 

TCACCTTCTCATAACTAAAAGCAGAAAAGCTAACAAAAGaTCTCAGCTGAGGACACTCAAGGCATACATGATC^ 2 0 83 

L ' lm : 1 1 1 1 1 r TGTATGTTAGGACTTTAACACTTTATCTATGGCTACTGTrATTAGAACAATGTAAATCrr Al 'ri' CC ' llJ 2163 

AAAGAGAGCACAAAAATGGGAGAAAATGCAAACATGAGCAGAAAATATTTTCCCAC7GGTGTGTAGCCTGCT 2241 

GTTGTTGGGTTAAATGTTCATGGTCAACTCCAAGGAATACTGAGATGAAATGTGGTAAATCAACTCCACAGAACC^ 2320 

AAAAGAAAATGAGGGTAATTCAGCTTATTCTG AGACAGACATTCCTGGCAATGTACCATACAAAAAATAAGCCAACTCT 2399 

GACATTTGGATTCTACCATAGACTCrrGTCATTrTGTAGCCATTTCAGCTGT Lll ' l ' lU ATT^^ ^ 2i78 

TATTTCCATCCT7T7ATGTTTAATCTGTTTAAAACAAGTTCC7AGTAGACACCAT L -:i ^ 11 1 i ' i - lTTA TG 2S57 

GTGTATTTTCAACCCATTCTGATAGTCTLi ; i i AACTGGAAGATTTCAATTACTTACGTTAATGTAATTATTAATATGT 2636 

TAGGATTTATCCTCAGTCAGCCAGTTTGTTATGTCTrrrCTATTCTACTGT^ 271S 

TCTAGGCACTTTATCACCATTTAGATCCTATTACCi i ri'CTCATCTAGGATATAGTTATCrrCTACATAATCTTTCTGT 2734 

ATCTTAAAACCCATCAATAAATTATTATATATTTrCTACrrTTAATCACTCAGAAGATTTAAAAA^ 2873 

TAAT UTG I T ATCTTTTTCCAGATATTTACCAriTCr u rrGCTCTTCCrTCATrATrrrCCAA ATTT CC T TCrG CAAATT 2952 

TCCACTTCrrCTGATAGACGTTTTTTA G: ILI I . ' i AGAGTGGTTCTGATAGGTACAGATTCTCTTA' l ' ; lUL ' i >J CT 3031 

CTGAGGACATLl''nTT CTCACCrTCATTCTCAGTGAT Lj ' l '' r ' l - iTr GCrrG7AGTA' l ;"i ' lTA gTTGACA l ' ltJ ' l"i ' rT CTGTT 3 110 

CAGCAGTTTCCT777AGCTTCCGTATTTCCTGATGAGAAATC7GCAGTCATTCAAATT G T l O ' i i ' T CCCTGTATGTAGTG 3189 

TGTCATTrrTCTGTCAGATTTCAAGGTATrTATCTTTAGTTTTTAGCCATTTCATTATGTrGGGGAT^ 3268 

TTTATTCCCTTT^AATTTGCrCCAATTCATAAATTTGCAGTTTTATGTCTTTTACCA^ 3347 

ATTTCTAAAAATACTTrrrAITAGCCTGATTrTCATCTTTATAGGAAATAGTTTAAGTGATGACAAGTT^ 3426 

ATATGCCCAG AAGGCCT7CAAAATAAGAATTTTGAAAGAATACAGAAAACAAACTT7TATATCCTTC7CATGTCTTCTA 3 S 0 S 

CTGTAAAATTCATATGCTTTGCTACTCTAAACCTAGTTTGAAATCAACAGTCTTGAGAATAGATGAAAATTTTGATGAA 3 S 84 

TAGTGGAATTCTTTTAAATGGAAACCTCTTACATGTGArmCCrTGCCATCTAGAAATAAACCATACT^ 3 663 

AATCAATCAATATTATATTrrGT :: r':"i':TCTCCTCTTCTGAGACrCTTA7TGTGGAAATGTTAGACrrTrATGTTTTC 3742 

CTAAATGTCCCTGATATTCTACTTATTTAGAACATCTTrrCATTTTTTCCATTATTCTGATTGGGTAA 3 321 

CTATTTTCAAATTTCCTGGAGTGTTCACCTGTTGTTGTCTGTGTCGTCCCACTGAGTGCATTCACCACCTT^ 3900 

TGGTCACTGTATGTATCAGTTCTAAAATTTCCATTT l ' GlT CTCTATATTTTAAA TT T CrrU GCITATATTCTAT^^ 3 979 
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TGCAAATGTGTCAGCATTrGCTTCTrTGrtGu 4 a * * C^^AGACAGCGTCTCAACTCi" oTTACCCAGGCTGGAGT 4 0 S 8 

GCAGTGGTGCGATCTCAGCrCACTGCAACCTGTGCCTCCrGGTTCPy^GCGATTATTGTGCCTCAGCCTCCTGAGT^ 4137 

GGGATTACAGGCATGCACCACCACAGCCCAGCTAA' ai I :":XJiA ' :"l ' rr: AG7AGAGACAGA U ' n ' r: 'GC7 A T Gl ' l ' U ;CCA 4216 

GG C 'l UU 'X IT T GA ACTCCTGGCCTCAAGTGATCCACCCACCTCAGCCTGCCAAAGTGCrGGgATTACAGGCCRCTACRC^ 4295 

TGGCACATTTGAGTATi'n'i": ! : * ^ ^ : x Vi"i i':''i"rnx;AGA7GGAGTCTGGC7CTGTCATCTAGGCTGGAGTGCAGTGG 4374 

TGTGATCTCAGCTCACTGCAGCCTrrGTCTCCCGGGC^C^J^GCGATTC^ 4 4 53 

ACAGGTGCATGCCAACACGCCCGGCTAA I i ' l ' lTl ' T AAAAAAT AX 1 :":": 'AG7AGAGACAGGGTTTCACC A T' m ' G GCCAG 4 532 

GATGGTCTCGATCTCCTGACCTCATGATCCACCCGCCTCGGCCTTCCAAAGTGCTGGGATTACA^ 4611 

OCCrGGCCTCATTTGAGTATTTTTATAATGTCT :: ' : ' 1 1 ' i 'AAAGTCrrrGTCAGATAATTCeACTGTACATGTTATTCAGT 4 S 90 
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